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Nucleotide sequence (SEQ ID N0:1) and deduced amino acid sequence 
(SEQ ID NO: 2) of CK alpha 6. 
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GCC CAG GAA AAC ACC TTT GGG AAC AAA CTC TTC CTT TGA TGG AAA ATG CAG AGG CCC TTC 
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CTC TCT GTG CCG TGC TTG CTC CTC TTA CCT GCC CGG GTG GTT TGG GGG TGT TGG TGT TTC 
LSVPCLLLLPA RVVWGCWCF 

130 140 150 160 170 180 

CTC CCT GGA GAA GAT GGG GGA GGC TGT CCC ACT CCC AGC TCT GGC AGA ATC AAG CTG TTG 
LPGEDGGGCPTPSSGRIKLL 

190 200 210 220 230 240 

CAG CAG TGC CTT CTT CAT CCT TCC TTA CGA TCA ATC ACA GTC TCC AGA AGA TCA GCT CAA 
QQCLLHPSLRSITVSRRSAQ 

250 260 270 280 290 300 

TTG CTG TGC AGG TTA AAA CTA CAG AAC CAC ATC CCA AAG GTA CCT GGT AAG AAT GTT TGA 
LLCRLKLQNHIPKVPGKNV* 

310 320 330 340 350 360 

AAG ATC TTC CAT TTC TAG GAA CCC CAG TCC TGC TTC TCC GCA ATG GCA CAT GCT TCC ACT 

370 380 390 400 410 420 

CCA TCC ATA CTG GCA TCC TCA AAT AAA CAG ATA TGT ATA CAT AAA AAA AAA AAA AAA AAA 
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CXCXRPGXK-VXXXTIXKLXIKPXYP--QCXKXEVIISLK Majority 
10 20 30 40 

1 B«'B? LOBE D G G G C P0P S S G rHHl L - - - Ola L H 

XVSR XXGOXXC-LXPKXXXXKXXIKXXXXXXERX-F--- Majority 
50 60 70 

33 s EB33 y r E9*l e h g n h B3 L e s t g r f HQ *T77wn 0k r r Q y i i oka-2 

38 K Q vH-HdHe A P F L0K V BQ K I L D S gTHn cka-3 

39 E N tBB rQ-HnHHs k Q A R L I BQ K Ml N |] oka-4 

37 :BH1- sill lHrHk l q k h i pHv pg1|n v cka-6 

Decoration 'Decoration #1': Shade (with solid black) residues that match the Consensus 
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Sequences related to SEQ ID N0:1 
Genbank accession no. gb|AA410918 (SEQ ID NO: 6) 

zv39e03.rl Scares ovary tumor NbHOT Homo sapiens cDNA clone 756028 
1 ggctgtccca ctcccagctc tggcagaatc aagctgttgc agcagtgcct tcttcatcct 
61 tccttacgat caatcacagt ctccagaaga tcagctcaat tgctgtgcag gttaaaacta 
121 cagaaccaca tcccaaaggt acctggtaag aatgtttgaa agatcttcca tttctaggaa 
181 ccccagtcct gcttctccgc aatggcacat gcttccactc catccatact ggcatcctca 
241 aataaacaga tatgtataca t 



Genbank accession no. gb|AA419299 (SEQ ID NO:7) 

zv39g03.rl Soares ovary tumor NbHOT Homo sapiens cDNA clone 756052 
1 gaggctgtcc actcccagct ctggcagaat caagctgttg cagcagtgcc ttcttcatcc 
61 ttccttacga tcaatcacag tctccagaag atcagctcaa ttgctgtgag gttaaaacta 
121 cagaaccaca tcccaaaggt acctggtaag aatgtttgaa agatcttcca tttctaggaa 
181 ccccagtcct gcttctccgc aatggcacat gcttccactc catccatact ggcatcctca 
241 aataaacaga tatgtataca 

Genbank accession no. gb|AA411042 (SEQ ID NO: 8) 

zv40c03.sl Soares ovary tumor NbHOT Homo sapiens cDNA clone 756100 
1 tatgtataca tatctgttta tttgaggatg ccagtatgga tggagtggaa gcatgtgcca 
61 ttgcggagaa gcaggactgg ggttcctaga aatggaagat ctttcaaaca ttcttaccag 
121 gtacctttgg gatgtggttc tgtagtttta acctgcacag caattgagct gatcttctgg 
181 agactgtgat tgatcgtaag gaaggatgaa gaaggcactg ctgcaacagc ttgattctgc 



Genbank accession no. gb|AA410950 (SEQ ID NO: 9) 

zv39g03.sl Soares ovary tumor NbHOT Homo sapiens cDNA clone 756052 
1 tatgtattca tatctgttta tttgaggatg ccagtatgga tggagtggaa gcatgtgcca 
61 ttgcggagaa gcaggactgg ggtttctaga aatggaagat ctttcaaaca ttcttaccag 
121 gtacctttgg gatgtggttc tgtagtttta acctgcacag caattgagct gatcttctgg 
181 agactgtgat tgatcgtaag gaaggatgaa gaaggcactg ctgcaacagc ttgattctgc 



Genbank accession no. gb|AA325795 
EST28851 Cerebellum II Homo sapiens c 
1 agaaccacat cccaaaggta cctggtaaga 
61 cccagtcctg cttctccgca atggcacatg 
121 ataaacagat atgtatacat at 

Genbank accession no. gb|D2 0974 

1 gatctcccat ttctaggaac cccagtcctg 
61 atccatactg gcatcctcaa ataaacagat 



(SEQ ID NO: 10) 
:DNA 5 ' end. 

ntgtttgaaa gatcttccat ttctaggaac 
cttccactcc atccatactg gcatcctcaa 



(SEQ ID NO:ll) 

cttctccgca atggcacatg cttccactcc 
atgtatacat ataaa 
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Genbank accession no. gb|AA700891 
zj40d01.sl Soares fetal liver spleen 
1 atgtatacat atctgtttat ttgaggatgc 
61 tgcggagaag caggactggg gttcctagaa 
121 tacctttggg atgtggttct gtagttttaa 
181 gactgtgatt gatcgtaagg aaggatggag 
241 agagctggga gtgggacagc ctcccccatc 
301 aaccacccgg gcaggtaaga ggagcaagca 
3 61 ccatcaaagg aagagtttgt tcccaaaggt 
421 taataat 



(SEQ ID NO: 12) 
1NFLS SI Homo sapiens cDNA 
cagtatggat ggagtggaag catgtgccat 
atggaagatc tttcaaacat tcttaccagg 
cctgcacagc aattgagctg atcttctgga 
aaggcactgc tgcaacagct tgattctgcc 
ttctccaggg aggaaacacc aacaccccca 
cggcacagag aggaagggcc tctgcatttt 
gttttcctgg gcttcattta cttttgctcc 



SEQ ID NO: 13 

TTATTAGGAGCAAAAGTAATGAGGCCCAGGAAAACACCTTTGGGAACAAACTCTTCCTTTGATGGAAAA 
TGCAGAGGCCCTTCCTCTCTGTGCCGTGCTTGCTCCTCTTACCTGCCCGGGTGGTTTGGGGGTGTTGGT 
GTTTCCTCCCTGGAGAAGATGGGGGAGGCTGTCCCACTCCCAGCTCTGGCAGAATCAAGCTGTTGCAGC 
AGTGCCTTCTTCATCCTTCCTTACGATCAATCACAGTCTCCAGAAGATCAGCTCAATTGCTGTGCAGGT 
TAAAACTACAGAACCACATCCCAAAGGTACCTGGTAAGAATGTTTGAAAGATCTTCCATTTCTAGGAAC 
CCCAGTCCTGCTTCTCCGCAATGGCACATGCTTCCACTCCATCCATACTGGCATCCTCAAATAAACAGA 
TATGTATACATAAAAAAAAAAAAAAAAAAAACTCGTAG 



HCEOU59R (SEQ ID NO: 14) 

1 AGAACCACAT CCCAAAGGTA CCTGGTAAGA NTGTTTGAAA GATCTTCCAT TTCTAGGAAC 
61 CCCAGTCCTG CTTCTCCGCA ATGGCACATG CTTCCACTCC ATCCATACTG GCATCCTCAA 
121 ATAAACAGAT ATGTATACAT AT 



